Supplementary Table S1. Oligonucleotide sequences. 
	Name 1, 2
	Sequence
	Reference

	BgActin5C-Fwd
	5’-AGCTTCCTGATGGTCAGGTGA-3’
	This work

	BgActin5C-Rev
	5’-TGTCGGCAATTCCAGGGTACATGGT-3’.
	This work

	BgE75B-Fwd
	5’-CTAACGCTCCGCAATCCAGTTCA-3’
	This work

	BgE75B-Rev
	5’-GTGAATTAGAAGAAGTGCAGTCACTT-3’
	This work

	BgHR3-Fwd
	5’-GATGAGCTGCTCTTAAAGGCGAT-3’
	This work

	BgHR3-Rev
	5’-AGGTGACCGAACTCCACATCTC-3’
	This work

	dsBgE75-Fwd
	5’-AATGAGTAGAGATGCGGTGCGGTT-3’
	This work

	dsBgE75-Rev
	5’-TCAGCGTCGGACAGTCTTAGTGA-3’
	This work

	dsBgEcR-Fwd
	5’-GACAAACTCCTCAGAGAAGATCAAA-3’
	This work

	dsBgEcR-Rev
	5’-CACATGTGCCACCGCGTCATCA-3’
	This work

	Broad(+)Fwd
	5’-CATCTGCTCAGATACAGAACCT-3’
	This work

	Broad(-)Rev
	5’-CTTCAGCAGCTGGTTGTTGATGT-3’
	This work

	Dm(+)Fwd
	5´-ATGCACATCACCGATCACAG-3
	1

	Dm(-)Rev
	5´-TGGGCCATCTGGAACTGTAG-3
	1

	EcR(+)Fwd
	5’-ACTCCAGCCACAGATTCAACCACA-3’
	2

	EcR(-)Rev
	5’-CATGTATTCGCTGCTCGTACTGAC-3’
	2

	Eip74EFA(+)Fwd
	5’- GTTGCCGGAACATTATGGATATA-3’
	3

	Eip74EFA(-)Rev
	5’- GCCCTATGTCGGCTTGCT-3’
	3

	Eip74EFB(+)Fwd
	5’-ATCGGCGGCCTACAAGAAG-3’
	3

	Eip74EFB(-)Rev
	5’-TCGATTGCTTGACAATAGGAATTTC-3’
	3

	Eip75A(+)Fwd
	5-AATTCGCGGCGTGATCGACTT-3’
	2

	Eip75A(-)Rev
	5’-AGCAACTTGGCCAGGAACTCG-3’
	2

	Ftz-f1(+)Fwd
	5’-TGCGAGTCCTGCAAGGGATTCTTCA-3’
	This work

	Ftz-f1(-)Rev
	5’-GCTCGAACAGCCTCTAGCTTCATGC-3’
	This work

	Hr46(+)Fwd
	5’-GCTCAAATTGAGATAATTCC-3’
	This work

	Hr46(-)Rev
	5'-ACTGCCGTAGCCCACCTCGT-3’
	This work

	InR(+)Fwd
	5’-TCGTCGTGCGGAAAATCATCGC-3’
	This work

	InR(-)Rev
	5’-CACACCCGGACAAGCCGCAC-3’
	This work

	Kr-h1(+)Fwd
	5’-AAAGTATTACGAACGCAGCACCCA-3’
	This work

	Kr-h1(-)Rev
	5’-GTCGCACTTGAATTGCGGTTTGCT-3’
	This work

	RpL32(+)Fwd
	5’-CCTTCCAGCTTCAAGATGACCATCC-3’
	This work

	RpL32(-)Rev
	5’-ATCCGTAACCGATGTTGGGCATCAG-3’
	This work

	Thor(+)Fwd
	5´-TCCTGGAGGCACCAAACTTATC-3´
	4

	Thor(-)Rev
	5´-GGAGCCACGGAGATTCTTCA-3
	4



1: Bg, Blatella germanica sequences. The other sequences correspond to Drosophila melanogaster.
2: ds, oligonucleotides used for dsRNA synthesis. The other oligonucleotides were used for Q-PCR analysis.
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